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Source Code Example Usage

AnimalID x y Timestamp Age, Sex… Habitat Covariates…

A 108260.6 345680 2025-7-20 
00:00:00

A 108267.2 345578 2025-7-20 
04:00:00

…

Input data:

prepare_stan_data()

Fit with cmdstan or rstan

diagnostic_fit() Coefficient 

summaries, 

convergence check, 

LOO for further 

comparison, posterior 
predictive checks
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Survival modeling using movement data
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